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HPWEKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
250 260 270 280 290 300
HPWFKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWFKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWFKEATSSTDNL YRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWFKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWF TEASSSSESPYRNYYSFSEDPKTDI AAGKI AMI TQE GAAGYNAAEWF QVSDETAAYV
HPWFKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWFKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWFKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWFKEAKT SPDNTYRDYY| FSQDPKSDI TAGKI PMI KRESSMGYNAGEWF SAG- | GDAM
HPWFKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWFKSAAASEGSPYRDRY| FSEDPQADI AAGRI DQI ATEGAAGYDAGQWF STD- T GAGA
HPWFKSAAASEGSPYRDRY| FSEDPQADI AAGRI DQI ATE GAAGYDAGQWF STD- TGAGA
HPWFKEATSSTDNLYRSYYLFSQSPQTEI AEGKI AMI PKE- - - EYAANEWFATSSEDTEV
HPWF TEASSSSESPYRNYYSFSEDPKTDI AAGKI AMI TQE GAAGYNAAEWF QVSDETAAV
HPWF TEASSSSESPYRNYYSFSEDPKTDI AAGKI AMI TQE GAAGYNAAEWF QVSDETAAV
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KGl YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKF YDKGNNHY
310 320 330 340 350 360

KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKF YDKGNNHY
KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKFYDKGNNHY
KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKFYDKGNNHY
KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKF YDKGNNHY
KGLLKFTLDWSNAPSPI LVVST- GTKADEDNPDT GT DNAKYL YYGEDI CKKFYDKGNNI Y
KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKFYDKGNNHY
KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKF YDKGNNHY
KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKFYDKGNNHY
KGCYKFVL DWSNAASPTI TVTE- GDTPDVDNADVATQGAKYL YYGEGI CKKFYAKDNNKY
KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKF YDKGNNHY
AGRFKFVLDWINADSPTVTVTETTDAADADNT QGGAD- DKYL YF GNGT SKRF YARGGNSY
AGRFKFVLDWINADSPTVTVTETADAADADNT QGGAD- DKYL YF GNGT SKRF YARGGNSY
KGI YTFSLDWSKASQPTVTVTR- AEKADADNPDPGT NGAKYL YF GEGI CKKF YDKGNNHY
KGLLKFTLDWSNAPSPI LVVST- GTKADEDNPDT GT DNAKYL YYGEDI CKKFYDKGNNI Y
KGLLKFTL DWSNAPSPI LVVST- GTKADEDNPDTGT DNAKYL YYGEDI CKKFYDKGNNI Y
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ELTTDFVSSWGFLI RTSNDPSWPAGT KYGATSASHKVTL GTAFTLDNK- - - TAADI LFDS
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ELTTDFVSSWGFLI RTSNDPSWPAGT KYGATSASHKVTL GTAFTLDNK- - - TAADI LFDS
ELTTDFVSSWGFLI RTSNDPSWPAGT KYGATSASHKVTL GTAFTLDNK- - - TAADI LFDS
ELTVDFESTWGLLI RTSNASFWPSGT KYGASSSSEKLALNKDFKL TNAG- - NPANI MFDS
ELTTDFVSSWGFLI RTSNDPSWPAGT KYGATSASHKVTL GTAFTLDNK- - - TAADI LFDS
ELTTDFVSSWGFLI RTSNDPSWPAGT KYGATSASHKVTL GTAFTLDNK- - - TAADI LFDS
ELTTDFVSSWGFLI RTSNDPSWPAGT KYGATSASHKVTL GTAFTLDNK- - - TAADI LFDS
ELTVDLDTDWGFLI RTSNTS- WDNGT KYGAPSKASKI QLGKAFTLSNT- - - TPEDI LFAS
ELTTDFVSSWGFLI RTSNDPSWPAGT KYGATSASHKVTL GTAFTLDNK- - - TAADI LFDS
ELTLDFDSDWGFLVRTSTTS- WAAGT KYGAPDNRTI | RFGEPFTLMSNRSADPANVQF SL
ELTLDFDSDWGFLVRTSTTS- WAAGT KYGAPDNRTI | RFGEPFTLMSNRSADPANVQF SL
ELTTDFVSSWGFLI RTSNDPSWPAGT KYGATSASHKVTL GTAFTLDNK- - - TAADI LFDS
ELTVDFESTWGLLI RTSNASFWPSGT KYGASSSSEKLALNKDFKL TNAG- - NPANI MFDS
ELTVDFESTWGLLI RTSNASFWPSGT KYGASSSSEKLALNKDFKLTNAG- - NPANI MFDS
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MNL WYYHSQF ATDYF ADL NY GAVEQAT SSPAY! AMANSAKGW DRGVDGL RL DAVKHI YH
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MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
QQlI TYFHSHFCTDWFADLNYGPVDQAGESPAYQAI ADAAKGW ARGVDGL RL DAVKHI YH
MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
VEAWYFHSHF QT DWFADLNYGAI DDAADSPAYKAI SAAAKKW DRGI DGF RLDAVKHI YH
MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
P- - TMYHSHFWT AAFADLNYGKAAEAEQSGAFKAVTEAADKVWRMGVDGF RLDAVKHI YH
P- - TMYHSHFWT AAFADL NYGKAAEAEQSGAFKAVTEAADKVWRMGVDGF RLDAVKHI YH
MNLWYYHSQF ATDYFADLNYGAVEQATSSPAYI AMANSAKGW DRGVDGL RLDAVKHI YH
QQlI TYFHSHFCTDWFADLNYGPVDQAGESPAYQAI ADAAKGW ARGVDGLRL DAVKHI YH
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